WO 01/04141 j PCT 

JC13Rec'dPCT/PT0 1 4 JAN 2002 

SEQUENCE LISTING 

<110> Merck Parent GmbH 

5 < 1 2 0 > Seripar.cr in 

<130> Seripar.crinUHWS 

< I 4 0 > 
10 <14i> 

<16C> 6 

<170> rater.cln Ver. 2.1 

15 

<21G> 1 

<211> 1305 

<2I2> ONA 

<213> Homo saciens 

20 

<22C> 

<221> CDS 

<222> { 1 ) . . H3G5; 

25 <400> 1 

ace gac ecu cac age gat caa cct ecg aac age etc gat gtc aaa ccc 48 

Met Asp Pro Asp Ser Asp Gin. Pro Leu Asr» Ser Leu Asp Vai Lys Pro 

I 5 10 15 




30 etc cgc aaa ccc cgt ate ccc atg gag ace tec aga aag gtc ggg ate 96 

Leu Arc Lys Pro Arg lie Pro Met Glu Thr Phe Arg Lys Vai Gly lie 
20 25 3C 

ccc ate ate ata gca eta etc age etc gcg act ate ate att gtg gtt 14 4 

35 Pro lie lie He Ala Leu Leu Ser Leu. Ala Ser lie He He Vai Vai 
2 5 4 0 4 5 



gtc etc ate aag gtg att etc gat aaa tac tac ttc etc tgc ggg cag 192 
Vai Leu He Lys Vai He Leu Asp Lys Tyr Tyr Phe Leu Cys Gly Glr. 
40 50 5 5 60 



cct etc cac ttc ate ecg age aag cag ctg cgc gac gga gac ctg gac 240 

Pre Leu His Phe lie Pro Are Lys Glr. Leu Cys Asp Gly Glu Leu Asp 

6z 10 75 30 

45 

tgt ccc ttg gcg gag gac. gag gag cac tec gtc aag age ttc ccc gaa 283 

Cys Pro Leu Gly Glu Asp Giu Glu His Cys Vai Lys Ser Phe Pro Glu 

35 90 95 

50 ggg ccc gca gcg gca etc cgc etc tec aag gac cga tec aca ctg cag 336 
Gly Pro Ala Vai Ala Vai Are Leu Ser Lys Asp Arg Ser Thr Leu Gin 
100 105 HO 

gtg ecg gac teg gee aca ggg aac egg ttc tec gee tgc ccc gac aac 384 
55 Vai Leu Ase Ser Ala Thr Gly Asn Trp Phe Ser Ala Cys Phe Asp Asn 
115 120 125 

ccc aca gaa ccc etc gec cac aca gee tgt agg cag atg ggc tac age 432 
Phe Thr Glu Ala Leu Ala Giu Thr Aia Cys Arg Gin Met Gly Tyr Ser 
60 12: 125 140 
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age aaa zee act tec aga get gtg gag ate ggc cca gac cag gat ctg 480 

Ser Lys Pro Thr Phe Arg Ala Val Glu lie Gly Pro Asp Gin Asc Leu 

145 150 155 " 160 

5 

gat gtt qzz gaa ate aca gaa aac age cag gag ctt cgc atg egg aac 523 

Asp Val Val Glu lie Thr Glu Asn Ser Gin Glu Leu Arg Met Arg Asn 
165 170 175 

10 tea agt ggg ccc tgt etc tea ggc tec ctg gtc tec ctg cac tgt ctt 576 
Ser Ser Gly Pro Cys Leu Ser Gly Ser Leu Val Ser Leu His Cys Leu 
150 185 190 

gee tgt egg aag age ctg aac ace ccc cgt gtg gtg ggt ggg gag gag 624 
15 Ala Cys Gly Lys Ser Leu Lys Thr Pro Arg Val Val Gly Gly Glu Glu 
195 200 205 

get tct gtg gat tct tgg cct tgg cag gtc age ate cag tac gac aaa 672 
Ala Ser Val Asp Ser Trp Pro Trp Gin Val Ser lie Gin Tyr Asp Lys 
20 210 215 220 

cac cac etc tgt gga ggc age ate ctg gac ccc cac tgg gtt etc aeg " 2 C 

Gin His Val Cys Gly Gly Ser lie Leu Asp Pro His Trp Val Leu Thr 

225 23 G 235 2 ^ C 

25 

gca gee cac tgc tte agg aaa cat ace gat gtg ttc aac tgg aag gtg 765 

Ala Ala His Cys Phe Arg Lys His Thr Asp Val Phe Asn Trp Lys Val 
245 250 255 

30 egg gca ggc tea gac aaa ctg ggc age ttc cca tec ctg get gtg gee 816 
Arg Ala Gly Ser Asp Lys Leu Gly Ser Phe Pro Ser Leu Ala Val Ala 
260 ■ * 265 270 

aag ate ate ate att gaa tte aac ccc atg tac ccc aaa gac aat gac 364 
35 Lvs lie lie lie lie Glu Phe Asn Pro Met Tyr Pro Lys Asp Asn Asp 
275 280 285 

ate ccc etc atg aag ctg cag ttc cca etc act ttc tea ggc aca gtc 912 
lie Ala Leu Met Lys Leu Gin Phe Pro Leu Thr Phe Ser Gly Thr Val 
40 290 295 300 

agg ccc ate tgt ctg ccc ttc ttt gat gag gag etc act cca gee acc 960 

Arg Pro lie Cys Leu Pro Phe Phe Asp Glu Glu Leu Thr Pro Ala Thr 

305 310 315 32C 

45 

cca etc tgg ate att gga tgg ggc ttt acg aag cag aat gga ggc aag 1008 

Pre Leu Trp lie lie Gly Trp Gly Phe Thr Lys Gin Asn Gly Gly Lys 

325 330 335 

50 atg tct gac ata ctg ctg cag gcg tea gtc cag gtc att gac age aca 1056 
Met Ser Asp lie Leu Leu Gin Ala Ser Val Gin Val lie Asp Ser Thr 
340 345 350' 



egg tgc aat gca gac gat ccc tac cag ggg gaa gtc ace gag aag atg 
55 Arg Cys Asn Ala Asp Asp Ala Tyr Gin Gly Glu Val Thr Glu Lys Met 
355 360 365 



1104 



acc tgt gca ggc ate ccg gaa ggg ggt gtg gac acc tgc cag ggt gac 1152 
Met Cys Ala Gly He Pro Glu Gly Giy Val Asp Thr Cys Gin Gly Asp 
60 370 275 330 
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agt cat egg c:c"c:c acc cac caa tct gac cag tgg cat gtg gtg ggc 1200 
Ser Giy Giy Pro >u Mec Tyr Gin Ser Asc Gin Trp His Val Val Gly 
385 390 395 400 

5 ace qzz age tgg c:; ta: ggc :gc ggg ggc ccg age acc cza gga qza 1246 
• He Val Ser Trp Gly Tyr Gly Cys Gly Gly Pro Ser Thr Pre Glv Val 

415 410 415 

cac acc aag qzc tea gec tat etc aac tgg ate tac aat gtc tgg aag 1296 
10 Tyr Thr Lys val Ser Ala Tyr Leu Asr. Trp He Tyr Asn Val Trp Lys 
4 20 4 25 4 30 

get gag ctg 1305 
Ala Glu Leu 
15 435 



<210> 2 
<211> .425 
20 <212> ??.? 

<213> Homo sapiens 

<400> 2 

Met Asp Pro Asp Ser Asc Glr. Pro Leu Asr. Ser Leu Asp Val Lvs Pro 
25 1 5 I! 15 

Leu Arg Lys Pro Are He Pre Met Glu Thr Phe Arg Lys Val Gly He 
20 25 30 

30 Pro He He He Ala Leu Leu Ser Leu Ala Ser He He He Val Val 
35 40 45 

Val Leu He Lys Val He Leu Asp Lys Tyr Tyr Phe Leu Cys Gly Gin 
50 55 60 

35 

Pro Leu His Phe He Pre Arg Lys Glr. Leu Cys Asp Giy Glu Leu Asp 
65 7C 75 80 

Cys Pro Leu Giy Glu Asp Glu Glu His Cys Val Lys Ser Phe Pre Glu 
40 5 5 90 95 

Gly Pro Ala Val Ala Val Arg Leu Ser Lys Asp Arg Ser Thr Leu Gin 
100 105 

45 Val Leu Aso Ser Ala Thr Glv Asn Tre Phe Ser Ala Cys Phe Asp Asn 
115 120 125 

Phe Thr Glu Ala Leu Ala Glu Thr Ala Cys Arg Gin Met Gly Tyr Ser 
120 135 140 

50 

Ser Lys Pro Thr Phe Are Ala Val Glu He Giy Pro Asp Gin Asp Leu 
145 ' ISC 155 160 

Aso Val Val Glu He Thr Glu Asr. Ser Gin Glu Leu Arg Met Arg Asn 
55 165 170 175 

Ser Ser Glv Pre Cys Leu Ser Gly Ser Leu Val Ser Leu His Cys Leu 
180 16 5 190 

60 Ala Cys Giy Lys Ser Leu Lys Thr Pre Arg Val Val Giy Gly Glu Glu 
195" 20C 2C5 
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Ala Ser Vai Asp Ser Trp Pro Tro Gin Val Ser lie Gin Tyr Asc Lys 
210 215 " 220 

Gin His Val Cys Giy Gly Ser lie Leu Aso Pro His Tro Val Leu Thr 
225 230 235 240 

Ala Ala His Cys Phe Arg Lys His Thr Asp Vai ?he Asp. Tro Lvs Val 
245 250 " 255 

Arg Ala Gly Ser Asp Lys Leu Gly Ser Phe Pro Ser Leu Ala val Ala 
260 265 270 

Lys lie lie lie lie Glu Phe Asp. Pro Met Tvr Pro Lvs Asc Asn Asp 
275 280 285 

lie Ala Leu Met Lys Leu Gin Phe Pro Leu Thr Phe Ser Giv Thr Vai 
290 295 200 

.Arg Pre lie Cys Leu Pro Phe Phe Asc Glu Glu Leu Thr Pro Ala Thr 
305 310 215 320 

Pro Leu Trp lie lie Gly Trp Gly Phe Thr Lys Gin Asn Giv Gly Lvs 
325 330 335 

Met Ser Asp lie Leu Leu Gin Ala Ser Vai Gin Val lie Asc Ser Thr 
340 245 350 

Arc Cys Asn Aia Asp Asp Ala Tyr Gin Gly Glu Val Thr Glu Lys Met 
355 360 365 

Met Cys Ala Gly lie Pro Glu Gly Giy Val Asp Thr Cys Gin Gly Asp 
37C 375 330 

Ser Giy Gly Pro Leu Met Tyr Gin Ser Aso Gin Trp His Val Vai Giv 
3S5 390 395 " 400 

lie Val Ser Trp Giy Tyr Giy Cys Giy Giy Pre Ser Thr Pre Giy Val 
4C5 410 415 

Tyr Thr Lys Vai Ser Ala Tyr Leu Asn Trp lie Tyr Asn Val Trp Lys 
420 425 43C 

Aia Glu Leu 



<210> 3 

<2ii> 1479 

<212> DMA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> ( 1 ; . . { 1479) 

<400> 3 

atg gat cct gac act gat caa cct ctg aac age etc gat gtc aaa ccc 48 

Met Asc Pro Asp Ser Asp Gin Pre Leu Asn Ser Leu Asc Val Lys Pre 

5 10 15 
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ctg ecc aaa ccc ca: a:c ccc acq gag acc cue aga aag gtg . ggg ate 96 

Leu Ar; Lys Pro Arg lie Pre Met Glu Thr Phe Arg Lys Val Gly lie 

2.0 2 5 " " 3C 

ecc ate ate ata gca eta etc age ctg gcg act ate ate att etc ctt 14- 

Pro lie lie lie Ala Leu Leu Ser Leu Ala Ser lie lie lie Val Val 
35 40 45 



gtc ::: ate aag gtg att etc gat aaa tac tae ttc etc tge ggg cag 
Val Leu lie Lys Val lie Leu Asp Lys Tyr Tyr Phe Leu Cys Giv Gin 



60 



is: 



cct c:: eac ttc ate ceg agg aag cag ctg tgt gac gga gag ctg gac 240 
Pro Leu His Phe lie Pro Arg Lys Gin Leu Cvs Asp Giy Glu Leu Aso 
65 70 75 ' 80 

tgt ::: ttg ggg gag gac gac gag cac tgt gtc aag age ttc ece gaa 298 
Cys ?:: Leu Giy Glu Asp Glu Glu His Cys Val Lys Ser Phe Pre Glu 

5 5 90 ' 95 

ggg ::: gca etc gca ete ege ete tec aag gac cga tee aca etc cag 336 
Giy Pre Aia Vai Ala Val Are Leu Ser Lys Asp Arg Ser Thr Leu Gin 
100 ICS 11 : 

gtg ctg gac teg gee aca ggg aac teg ttc tct gee tgt tte gac aac 384 
Vai Leu Asp Ser Ala Thr Giv Asp. Trp Phe Ser Aia Cys Phe Aso Asn 
115 120 125 

ttc aca gaa get cte get gag aca gee tgt agg cag atg ggc tac age 432 
Phe Thr Giu Aia Leu Aia Glu Thr Ala Cys Arg Gin Met Giy Tyr Ser 
130 135 140 

age aaa ecc act tte aga get gtg gag att gee cea gac cag gat ctg 49C 
Ser Lys Pre Thr Phe Ar; Aia Val Giu He Gly Pro Asp Gir. Asc Leu 
145 150 155 ~ 16C 

gat ctt gtt gaa ate aca gaa aac age cag gag ctt ege atg egg aac 523 
Asp Val Vai Glu lie Thr Glu Asn Ser Gin Giu Leu Arg Met Arg Asn 
165 170 175 

tea agt ggg ccc tgt ete tea gge tec ctg gte tec ctg cae tgt ctt 576 
Ser Ser Gly Pro Cys Leu Ser Gly Ser Leu Vai Ser Leu His Cys Leu 
190 195 191 

gee tec ggg aag age ctg aac ace cec cgt gtg gtg ggt ggg gag gag 62 h 
Ala Cys Giy Lys Ser Leu Lys Thr Pro Arg Vai Val Gly Giy Giu Glu 
195 ' '* 200 205 

gee tci ctg gat tet tgg cct tgg cag gtc age ate cag tac gac aaa 672 
Aia Ser Val Asp Ser Trp Pre Trp Gin Val Ser lie Gin Tyr Asp Lys 
210 215 220 

eac tac etc tgt gga ggc age ate ctg gac ece eac tgg gte etc a eg 7 20 
Gin His Val Cvs Giv Gly Ser He Leu Asp Pre His Trp Vai Leu Thr 
225 230 235 240 

gca gee cac tgc ttc agg aaa cat acc gat gtg ttc aac tgg aag gtg 763 
Aia Aia His Cvs Phe Are Lvs His Thr Aso Val Phe Asn Tro Lvs Vai 
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egg gca gee :ca gac aaa etc ccc ace Ctr c:a tee ctg get etc gee 
Arg Ala Giy Ser Asp Lys Leu Giy 5er Phe Pro Ser Leu .Ala Vai Ala 
260 265 270 



5 aag ace ate ate a:: gaa tte aae ecc a tg tac ccc aaa gac a at aae 364 
Lys He lie lie lie Glu Phe Asr. Pro Met Tvr Pro Lvs Aso Asn Asp 
275 23C 285 

ate gec etc atg aag ctg eag ttc cca etc act ttc tea gge aca gtc 912 
10 lie Ala Leu Met Lys Leu Gin Phe Pre Leu Thr Phe Ser Giv Thr Val 
290 295 200 

agg cec ate tgt ctg ccc ttc ttt gat gag gag etc act cca gec ace ' 960 
Arg Pro He Cys Leu Pro Phe Phe Aso Glu Giu Leu Thr Pro Ala T hr 
15 305 310 315 320 

cca etc teg ate at t gga tgg gge ttt acg aag cag aat gca ggg aag 1003 

Pro Leu Trp lie lie Giy Trp Giy Phe Thr Lys Gin Asn Giv Giy Lvs 

325 . 320 " 335 

20 

atg tct gac ata ctg ctg cag gcg tea gtc cag gtc att gac age aca 1056 

Met Ser Asp lie Leu Leu Gin Ala Ser Val Gin Vai lie Aso Ser Thr 
240 24 5 35': 

25 egg tgc aat gca gac gat gcg tac cag gcg gaa gtc ace ga; aag atg 1104 
Arg Cys Asn Ala Asp .Asp Ala Tyr Gin Giv Giu Val Thr Glu Lys Met 
355 360 365 

atg tgt gca gge ate ecg gaa ggg get gtg gac ace tgc cag ggt gac 1152 
30 Met Cys Ala Giy He Pro Giu Giy Giy Vai Asd Thr Cys Gin Giy Asd 
370 3^5 380 

agt ggt ggg ccc ctg atg tac caa tct gac cag tgg cat gtg gtg gge 1200 
Ser Giy Giy Pro Leu Met Tyr Gin Ser Asp Gin Trp His Val Vai Giv 
35 335 39C # 295 400 

ate gtt age tgg gge tat gee tee ggg gge ecg age ace cc= gga gta 124= 

He Val Ser Trp Giy Tyr Giy Cys Giy Giy Pro Ser Thr Pre Giv Val 
4 05 4 10 415 

40 

tac acc aag gtc tea gec tat etc aac tgg ate tac aat gte tgg aag. 1296 

Tyr Thr Lys Vai Ser Ala Tyr Leu Asn Trp He Tyr Asn Vai Tro Lys 

420 425 430 

45 gat aga act att cag aga age tgt aae tee eea ggg aca ggt ctt gtg 1244 
Asp Arg Thr lie Gin Arg Ser Cys Asn Ser Pro Giy Thr Giy Leu Vai- 
4 25 4 4 C 44 5 

att eag caa cca get gta ecg ctg atg gag eta egg tea get egg cac 1392 
50 lie Gin Gin Pro Ala Val Pro Leu Met Glu Leu Arg Ser Ala Arg His 
450 455 460 

aca cat cgc ctg acc acc tct gtt tgc ttt etc tea ttc cct gec tta 1440 
Thr His Arg Leu Thr Thr Cys Val Cys Phe Leu Ser Phe Pre Ala Leu 
55 465 470 " 475 430 

cag ccc ctg tec ccc tta tge cca ttt ccc tgg' gat tga 1479 

Gin Pro Leu Ser Pro Leu Cys Pro Phe Pro Trp Asp 
48 5 4 90 

60 
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<21C> 4 
<211> 452 
<212> PRT 

<2 1 3 > Homo sapiens 
<400> 4 

Mec Asp ?ro Asp Ser Asp Glr. Pro Leu Asn Ser Leu Asp Vai Lvs Pro 

15 10 15 

Leu Arc, Lys Pro Arg lie Pro Mec Glu Thr Phe Arg Lys Vai Giy lie 



Pro lie lie lie Ala Leu Leu Ser Leu Ala Ser lie lie lie Vai Vai 

35 4C 45 

Vai Leu lie Lys Vai lie Leu Asp Lys Tyr Tyr Phe Leu Cys Giy Gin 
50 55 60 

15 Pro Leu His Phe lie Pro Arg Lys Gin Leu Cys Asp Giy Giu Leu Asp 
65 70 75 * 80 

Cys Pre Leu Giy Giu Asp Glu Glu His Cys Vai Lys Ser Phe Pre Glu 

35' 90 95 

Giy Pro Ala Vai Ala Vai Arc Leu Ser Lys Asp Arg Ser Thr Leu Gin 
20 .100 1C5 110 

Vai Leu Asp Ser Aia Thr Giy Asr. Trp Phe Ser Ala Cys Phe Asp Asn 

115 120 12 5 

Phe Thr Glu Aia Leu Ala Glu Thr Ala Cys Arc Gin Mec Giy Tyr Ser 
13C 135 140 

25 Ser Lvs Pro Thr Phe Arc Ala Vai Glu lie Giy Pro Asp Gin Asp Leu 
145 150 155 160 

Aso Vai Vai Glu lie Thr Glu Asn Ser Gin Glu Leu Arg Met Arg Asn 

165 170 175 

Ser Ser Giy Pre Cys Leu Ser Giy Ser Leu Vai Ser Leu His Cys Leu 
30 ISO 13 5 190 

Aia Cvs Giy Lys Ser Leu Lys Thr Pre Arg Vai Vai Giy Giy Giu Glu 

155 200 205 

Aia Ser Vai Asp Ser Trp fro Trp Gin Vai Ser lie Gin Tyr Asp Lys 
21C 215 220 

35 Gin His Vai Cys Giy Giy Ser lie Leu Asp Pro His Trp Vai Leu Thr 
225 230 225 240 

Ala Aia His Cvs Phe Arg Lys His Thr Asp Vai Phe Asn Trp Lys Vai 

24 5 250- 255 

Arg Aia Giy Ser Asp Lys Leu Giy Ser Phe Pro Ser Leu Aia Vai Ala 
40 2 60 " 2 65 270 

Lys lie lie lie lie Glu Phe Asn Pro Met Tyr Pro Lys Asp Asn Asp 

275 230 285 

He Aia Leu Met Lys Leu Gin Phe Pro Leu Thr Phe Ser Giy Thr Vai 
290 295 300 

45 Arg Pre He Cys Leu Pre Phe Phe Asp Glu Giu Leu Thr Pro Ala Thr 
30 5 * 310 315 32C 

Pro Leu Trc He lie Giy Trc Giy Phe Thr Lys Gin Asn Giy Giy Lys 

323' 330 " 335 

Met Ser Asp He Leu Leu Glr. Ala Ser Vai . Gin Vai He Asp Ser Thr 
50 340 345 350 

Arg Cys Asn Aia Asp Asp Ala Tyr Gin Giy Giu Vai Thr Glu Lys Met 

355 360 365 

Met Cys Aia Giy He Pre Glu Giy Giy Vai Asp Thr Cys Gin Giy Asp 
370 275 380 

55 Ser Giy Giy Pro Leu Met Tyr Gin Ser Asp Gin Trp His Vai Vai Giy 
365 ' * 390 355 400 

He Vai Ser Trp Giy Tyr Giy Cys Giy Giy Pro Ser Thr Pro Giy Vai 

405 4 10 .415 

Tyr Thr Lys Vai Ser Aia Tyr Leu Asn Trp lie Tyr Asn Vai Trp Lys 
60 4 20 4 25 4 30 

Asp Arg Thr He Gin Arc Ser Cys Asn Ser Pro Giy Thr Giy Leu Vai 
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4 35 440 
lie Gir. Gin Pro Aia Val Pro Leu 

450 455 
Thr Kis Arg Leu Thr Thr Cys Val 
5 465 47C 

Gin Pro Leu Ser Pro Leu Cys Pro 
485 



445 

Met Glu Leu Arg Ser Aia Arg His 
4 60 

Cys Phe Leu Ser Phe Pro Aia Leu 
475 430 
Phe Pro Tro Asp 
490 



<2IC> 




< 2 1 1 > 


6C9 


<212> 


DNA 


<213> 


Kcnic 


<220> 




<22i> 


CDS 


<222> 


CI, . 


<40C> 


5 



10 



15 



20 

atg gat c:: gac agt gat caa cct etc aac age etc gat gte aaa cc: 48 

Met Asp Pro Ase Ser Asp Gir. Pro Leu Asn Ser Leu Asp Val Lvs Pro 
i 5 10 15 

25 etg cgc aaa eec cgt ate cec atg gag ace tte aga aag gtg ggg ate 96 
Leu Arg Lys Pro Arg lie Pro Met Giu Thr Phe Arg Lys Val Giy lie 
20 2 5 30 

cec ate ate ata gea eta etg age etg gcg act ate ate att gtg gtt 144 
30 Pre lie lie He Ala Leu Leu Ser Leu Aia Ser He lie lie Val Val 
3 5 4G • 4 5 

gte ete ate aag gtg att etg gat aaa tae tec tte etc tgc ggg cag 192 
Val Leu lie Lys Val lie Leu Asp Lys Tyr Tyr Phe Leu Cys Giy Gin 
35 5C . 55 60 

ect etc eae tte ate ccg age aag cag etg tgt gac gga gag etg gac 240 

Pre Leu r.zs Phe He Pre Arc Lys Gin Leu Cys Asp Giy Giu Leu Asp 
65 70 "5 3C 

40 

tgt cec ttg gcg gag gac gag gag eae tgt gte aag age tte eee gaa 28 z 

Cys Pro Leu Giy Glu Asp Glu Glu His Cys Val Lys Ser Phe Pro Glu 

35 90 " 95 

45 ggg cet gea gtg gca gte cgc etc tec aag gac cga tee aca etg cag 336 
Giy Pro Aia Vai Ala Val Arg Leu Ser Lys Asp Arg Ser Thr Leu Gin 
100 105 110 

gtq etc cac ttg gee aca ggg aac tec tte tet gee tgt tte gac aae 334 
50 Val Leu Ase Ser Ala Thr Giy Asn Trp Phe Ser Ala Cys Phe Asp Asn 
115 120 125 

tte aca oca gee eta get egg cca eae ttg gtg etc cca gea tec cag 432 
Phe Thr Aia Ala Leu Ala Arg Pro His Leu Vai Leu Pro Aia Ser Gin 
55 130 135 140 

cga gag aca eag eee act gaa caa got etc agg ggt att get aag cca 430 
Giy Giu Thr Gin. Pro Thr, Glu Gin Giy Leu Arg Giy lie Aia Lys Pro 
145 ISO 155 160 



60 



aga agg aae ttt ete aca eta etg aat gga ace agg etg tet tgt aaa 528 
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Arg Arg Asn Phe Pro Thr Leu Leu Asn Giy Ser Arg Leu Ser Cys Lys 
165 170 175 

age cca gat cac zqz gcg c:c gag age aga acg aaa ggg ncc gcg cca 576 
5 Ser Pro Asp His Cys Giy Leu Glu Arc Arg Arg Lys Giy Ser Aia Pro 
160 1S5 " ' 19C 

gcc ctg zee gtc uc acc cac ccc caa gcc tac 609 
Aia Leu Ser Vai Phe Thr His Pro Gin Aia Tvr 
10 155 2 00 

<21C> 6 
<211> 203 
15 <212> PRT 

<2i3> Homo saoiens 



20 



<400> 6 

Men Asp Fro Asp Ser Asc Gir. Pro Leu Asn Ser Leu Aso Vai Lys =>rc 

1 5 :: i5 

Leu Arg Lvs Pre Arg lie Pre Me~ Giu Thr 3 he A~g Lys Vai ~ 1 y 
2G ' 25 ' " 3C 

25 Pro He lie lie Aia Leu Leu Ser Leu Ala Ser He He lie Vai Vai 
35 40 45 

Vai Leu lie Lys Vai He Leu Asp Lys Tyr Tyr Phe Leu Cys Giy Gin 
50 55 " ~ 60 

30 

Pro Lei: His Phe lie Pro Arc Lys Gir. Leu Cvs Asp Giy Giu Leu Asd 
65 70 ^5 80 

Cys Pre Leu Giy Giu Asp Giu Glu His Cys Vai Lys Ser Phe Pro Giu 
35 35 90 95 

Giy Pro Aia Vai Aia Vai Arc Leu Ser Lvs Asc Arg Ser Thr Leu Gir. 
100 105 " HC 

40 Vai Leu Asp Ser Aia Thr Giy Asn Trc Phe Ser Ala Cys Phe Asc Asn 
11*5 120 125 

Phe Thr Ala Aia Leu Ala ' Arc Pro His Leu Vai Leu Pro Aia Ser Gin 
130 135 14 0 

45 

Giy Giu Thr Gin Pro Thr Giu Gin Giy Leu Arg Giy lie Aia Lvs Pro 
145 150 155 " 160 

Arg Arg Asn Phe Pro Thr Leu Leu Asn Giy Ser Arg Leu Ser Cys Lys 
50 165 170 175 

Ser Pro Asp His Cys Giy Leu Glu Arc Arc Arc Lys Giy Ser Ala Pre 
idO • 153 . - 190 



55 Ala Leu Ser Vai Phe Thr His Pro Gin Ala Tyr 
195 200 



